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This listing of claims will replace all prior versions, and 
listings, of claims in the application: 

Lia ting of q^ iagi 

6. (currently amended) A method of d i Ltcxiuiuiiiy a selecting 
promising candiriahR nucleotide Jequeiiu g seouenf^g of ^ 
analytical oligo nucleic acid for use in an analysis of a target 
nucleic acid, the promising candidate m.H eotirip nucleotide 

r 

^sequences have a high possibility nf including a suitable 
nucleotide sequence o£ the analytical o licro nucleic acid, th* 
method comprising: 

(a) a Hii-biL calculation alejj u£ entering a nucleotide 
gqquenge of a target nucleic acid to be ana lyzed int o_. a computer 

(b) calculating an occurrence frequency of each of n unit 
sequences occurring on ct nucleotide sequence of * the target 
nucleic acid to be analyzed, on the basis of a value of 4 rt which _ 
correspond corresponds to all of the n unit sequences formed of n 
nucleotide sequences, wherein n is an integer of 2 or more; 

■(b) a- f irst e xtraction alejj u£ (c) extracting a sequence all 
candid ate sequences having p number cf nucleotides 'and are 
present on the nucleotide ^equeiiue sequences of a: the target 
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nucleic acid, -said wherein , p ig an integer larger than n by hi, 
wliaj. eiii and m is an integer of 1 or more,- 

(c) d a c iuud lalmlALiuu u f (d) extracting n unit 
sequences uuuuxiluy uu Llie contained H n each of i-h- candidate 
sequence sequences r e x tracted in Llie IIxjL eiAU.aii.iuii fa mJ dnd 
abLdiuing an 

le) calculating an, occurrence frequency index of the 
candidate sequence sequences on - the umleuLide. biguaims u£ Lha 
tcixycL initials u«-id on the basis of the occurrence frequency of - 
«tefe-^r the n unit Sequence calculate in af^ f p ) . wharain * 
lower occurrence frequency index- IndiraCP^ a hiahar spscifi^f lY 
■0.£. the candidate sequences to the target-, nucleig acid.- and 

(d) A o econd e xtraction oLujj ul _£fl selecting^, a - single O-L j 
ylLU-aliLy u£ frp.m...t;fre, candidate nucleotide sequences extracted in 
afcflP (c}., e ach of -th e candidate nuclent-.id^ sequences each having 
a tew lower occurrence frequency index baaed uu than a certain 
threshold value.,, of the oeimnence fx 1 equality index obtAined limn 
the aetluud calculaLiuu step, wh e rein -the luwer th e uiiiLLxeiic e 
fiequemy ind e x, the hiyl i er the ^^euifii-iLy 

thereby obtaining the promising candidate nucleotide sequ ences, 
the certain thresh old val,ue being .arbitrarily set_so that the 
prQmiaing_.candidate nucleotide sequen ces are substantially fewer 
than the candidate nucleotide saauenr.efi ohta-ined from Bt-.ep (rA 
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ami the suable nucleotide spouenca h^in q tnMiy ^ 4~ f u- 
pi-om^iTicT candidates. 

7. (original) The method according to claim 6 therein said n 
is 5, 6, or 7. 

8. (currently amended) The method according to claim 6, 
further comprising a. third bALiaiLluii ^Lejj u£ selectin g, from hh a 
prgmjaing cand idate nucleot ide seq ue n ces of step ff ) r * promising 
candidate s e quence nucleotide semiBTinPs having a low stability of 
a molecular secondary structure which is not capable of forming a 
stable secondary structure... and whereby a se4uenc c more promising 
candidate nucleotide sequences which ±s are capable of readily 
hybridizing with the target nucleic acid under hybridization 
conditions is- are selected. 

9. (previously presented) The method according to claim 8, 

■ 

wherein the stability of the molecular secondary structure is 
determined by at least one property selected from the group 
consisting of (i) thermal stability as measured by a value of Tm 
and (i£) stability of an intramolecular secondary structure. 
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10. (currently amended) The method according to claim 9, 
wherein [[,]] ia .said LkLrd uALi.au Liuu aLey r a nucleoti ^ 
sequence having the Tm value falling within a predetermined range 
is selected from the puLunLlal promising candidate nuci*»Mr^ 
sequences and forming which fort^ an unstable secondary structure 
is further selected. 

11- (currently amended) The method according to any one of 
claims 6 to 10, wherein all of the calculations involved in steps 
(a) to -fd+- Ifl are sequentially performed by a computer. 

12. (previously presented) The method according to any one 
of claims 6 to 10, wherein said nucleotide sequence of an 
analytical oligo nucleic acid is used in (i) a PGR method for 
detecting a specific nucleotide sequence present in a nucleotide 
sequence of a nucleic acid by using an enzyme reaction which 
requires hybridization reactions of a nucleic acid, or (ii) in a 
hybridization reaction of a nucleic acid employing a probe. 
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